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Abstract Objective To investigate the expression of pituitary tumor transfom ing gene (PTTG) and basic fibro-
blast growth factor (bFGF) in gliomas and detect the relationship between them- M ethods Reverse transcription poly-
merase chain reaction (RT —PCR) was used to detected the expression of PTTG mRNA and bFGF mRNA i the speci-
mens fron 40 patients with glioma inveluding 8 cases of grade I , 10 gradell . 13 grade I and 9 grade V. The pro-
teins expressed by PTTG and bFGF were detected by inmunohistochem istry using streptavidin — peroxidase ( SP) mothed
Results The expressions of PTTG mRNA and bFGF mRNA were both correlated to the pathological grade of glioma ( P
<20. 05 orP <<0. 01). The expression of PTTG protein was positively correlated with that of bFGF protein ( r=0. 523, P
<<0. 05). Conclusion The abnomal expression of PTTG mRNA and bFGF mRNA play inportant roles in the biobehav-

iors of gliom a
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